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Education

UNIVERSITY OF PITTSBURGH Pittsburgh, PA, US

Ph.D. in Biostatistics, 2018 - 2023

Dissertation: Statistical Modeling for High-Dimensional Omics Studies for Congruence,
Heterogeneity and Clustering

Advisor: Prof. George Tseng

GPA: 4.0; Qualifying Exam Rank: 1st

UNIVERSITY OF CAMBRIDGE Cambridge, UK

MASt in Mathematical Statistics, 2016 - 2017

Selective Courses: Modern Statistical Methods (e.g., Regularized Regression, SVM etc.),
Bayesian Modelling and Computation, Applied Statistics (e.g., GLM, Mixed Effects Models,
Nonparametric Regression etc.)

GPA: 4.0; Merit

HERIOT-WATT UNIVERSITY Edinburgh, UK

BSc in Actuarial Science, 2014 - 2016
GPA: 4.0; First class honors; Rank: 1/93

SOUTHWESTERN UNIVERSITY OF FINANCE AND ECONOMICS Sichuan, China

BEc in Bilingual Actuarial Science, 2012-2014
GPA: 4.0; Rank 1/67

Research Interests

Statistical machine learning, cluster analysis, high-dimensional data, Bayesian analysis, genomics
and bioinformatics, scientific collaboration

Teaching Experience

2022 & 2023

2002-2023

Teaching Fellow UPitt, Pittsburgh, PA

BIOST 2094-Advanced R Computing (10-20 students)

Taught hybrid class in Spring 2022 and in-person class in Spring 2023 as a co-lecturer. Re-designed
the curriculum to include advanced programming skills (parallel computing and Rcpp) and ge-
nomics analysis using R.

Peer Mentor UPitt, Pittsburgh, PA

Mentee (Ruofei Yin): 2th year MS student

Mentor the development of a methodological project investigating the strange association of library
size and normalized expression level presented in many public RNA-Seq datasets. Teach omics data
preprocessing and downstream analysis for collaborative projects.



Employment History

2023-

2018-2023

2020

Biostatistician Translational and Early Development, Sanofi Pasteur LLC, Waltham, MA

Provide statistical support to translational sciences and biomarker strategy for vaccine projects. Pro-
vide statistical training to scientists.

Graduate Student Researcher Department of Psychiatry, UPitt, Pittsburgh, PA

Provided statistical consulting to multiple investigators, focusing on high-throughput omics data
analysis. Responsibilities included the full analysis pipeline, from preprocessing raw data to down-
stream statistical analysis. Contributed to multiple research projects exploring the link between
psychiatric disorders (e.g., bipolar disorder, major depression, drug addiction) and the molecular
circadian clock.

Statistician Intern Oncology, Bayer U.S. LLC, Whippany, NJ

Designed and implemented Bayesian power calculation for GO/NO-GO/INDETERMINATE deci-
sions of continuity to binary and continuous outcome proof-of-concept (PoC) trials. Developed a
user-friendly R-shiny app for future internal use.

Grant Application Experience

2019-2020

Publications

Co-Principal Investigator (NIH UL1TR001857) UPitt, Pittsburgh, PA

Total Funding: $10,000
Title: Robust order-based machine learning framework on omics data for medical decisions. Ap-
plied as a co-PI for the CTSI Quantitative Methodologies Pilot Program Award

Note: Papers are listed in reverse chronological order by topic area. * indicates co-authorship.
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Awards and Honors

2022 ASA Biopharmaceutical Student Travel Grant. Evaluated by a committee composed of members
from industry, the FDA, and academia.

2022 Outstanding Graduate Student Researcher. Awarded by the Department of Biostatistics (UPitt) for
excellent collaborative work.

2021 Dean’s Day Biostatistics Doctoral Award. Awarded by the School of Public Health (UPitt) for poster
presentation on Dean’s day.

2016 The Roger Gray Memorial Prize of Statistics. Awarded by the Department of Actuarial Mathematics
and Statistics (HW) to the best Senior year student.

2015 University Prize and Scottish Widows Prize. Awarded by the Department of Actuarial Mathematics
and Statistics (HW) to the best Junior year student.

2013, 2014 Academic Excellence Scholarship-First Prize. Awarded for excellent academic performance (SWUFE).

Presentations

2022 ASA Biopharmaceutical Section Regulatory-Industry Statistics Workshop. “Multivariate clinical

variable guided disease subtyping”

2022 Symposium on Data Science & Statistics. “CAMO: A molecular congruence analysis framework
for evaluating model organisms”

2022 ASA Pittsburgh Chapter Spring Banquet. “CAMO: A molecular congruence analysis framework
for evaluating model organisms”

2021 Dean’s Day Competition. “Diurnal rhythms across the human dorsal and ventral striatum”
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